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Abstract

We consider a matrix completion problem that exploits social or item similarity
graphs as side information. We develop a universal, parameter-free, and computa-
tionally efficient algorithm that starts with hierarchical graph clustering and then
iteratively refines estimates both on graph clustering and matrix ratings. Under a
hierarchical stochastic block model that well respects practically-relevant social
graphs and a low-rank rating matrix model (to be detailed), we demonstrate that our
algorithm achieves the information-theoretic limit on the number of observed ma-
trix entries (i.e., optimal sample complexity) that is derived by maximum likelihood
estimation together with a lower-bound impossibility result. One consequence of
this result is that exploiting the hierarchical structure of social graphs yields a
substantial gain in sample complexity relative to the one that simply identifies dif-
ferent groups without resorting to the relational structure across them. We conduct
extensive experiments both on synthetic and real-world datasets to corroborate our
theoretical results as well as to demonstrate significant performance improvements
over other matrix completion algorithms that leverage graph side information.

1 Introduction

Recommender systems have been powerful in a widening array of applications for providing users
with relevant items of their potential interest [[1]]. A prominent well-known technique for operating
the systems is low-rank matrix completion [2118]]: Given partially observed entries of an interested
matrix, the goal is to predict the values of missing entries. One challenge that arises in the big data era
is the so-called cold start problem in which high-quality recommendations are not feasible for new
users/items that bear little or no information. One natural and popular way to address the challenge
is to exploit other available side information. Motivated by the social homophily theory [[19] that
users within the same community are more likely to share similar preferences, social networks such
as Facebook’s friendship graph have often been employed to improve the quality of recommendation.

While there has been a proliferation of social-graph-assisted recommendation algorithms [|1,[20540]],
few works were dedicated to developing theoretical insights on the usefulness of side information,
and therefore the maximum gain due to side information has been unknown. A few recent efforts
have been made from an information-theoretic perspective [41-44]]. Ahn et al. [41]] have identified
the maximum gain by characterizing the optimal sample complexity of matrix completion in the
presence of graph side information under a simple setting in which there are two clusters and users
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within each cluster share the same ratings over items. A follow-up work [42] extended to an arbitrary
number of clusters while maintaining the same-rating-vector assumption per user in each cluster.
While [41,42]] lay out the theoretical foundation for the problem, the assumption of the single rating
vector per cluster limits the practicality of the considered model.

In an effort to make a further progress on theoretical insights, and motivated by [45]], we consider a
more generalized setting in which each cluster exhibits another sub-clustering structure, each sub-
cluster (or that we call a “group”) being represented by a different rating vector yet intimately-related
to other rating vectors within the same cluster. More specifically, we focus on a hierarchical graph
setting wherein users are categorized into two clusters, each of which comprises three groups in
which rating vectors are broadly similar yet distinct subject to a linear subspace of two basis vectors.

Contributions: Our contributions are two folded. First we characterize the information-theoretic
sharp threshold on the minimum number of observed matrix entries required for reliable matrix
completion, as a function of the quantified quality (to be detailed) of the considered hierarchical
graph side information. The second yet more practically-appealing contribution is to develop a
computationally efficient algorithm that achieves the optimal sample complexity for a wide range of
scenarios. One implication of this result is that our algorithm fully utilizing the hierarchical graph
structure yields a significant gain in sample complexity, compared to a simple variant of [41}/42]
that does not exploit the relational structure across rating vectors of groups. Technical novelty
and algorithmic distinctions also come in the process of exploiting the hierarchical structure; see
Remarks[2]and[3] Our experiments conducted on both synthetic and real-world datasets corroborate
our theoretical results as well as demonstrate the efficacy of our proposed algorithm.

Related works: In addition to the initial works [41,42], more generalized settings have been taken
into consideration with distinct directions. Zhang et al. [43]] explore a setting in which both social
and item similarity graphs are given as side information, thus demonstrating a synergistic effect due
to the availability of two graphs. Jo et al. [44] go beyond binary matrix completion to investigate a
setting in which a matrix entry, say (i, j)-entry, denotes the probability of user 7 picking up item j as
the most preferable, yet chosen from a known finite set of probabilities.

Recently a so-called dual problem has been explored in which clustering is performed with a partially
observed matrix as side information [46,/47]]. Ashtiani et al. [46] demonstrate that the use of side
information given in the form of pairwise queries plays a crucial role in making an NP-hard clustering
problem tractable via an efficient k-means algorithm. Mazumdar et al. [47]] characterize the optimal
sample complexity of clustering in the presence of similarity matrix side information together with
the development of an efficient algorithm. One distinction of our work compared to [47] is that we are
interested in both clustering and matrix completion, while [47]] only focused on finding the clusters,
from which the rating matrix cannot be necessarily inferred.

Our problem can be viewed as the prominent low-rank matrix completion problem [[1}14}/6H18|] which
has been considered notoriously difficult. Even for the simple scenarios such as rank-1 or rank-2
matrix settings, the optimal sample complexity has been open for decades, although some upper and
lower bounds are derived. The matrix of our consideration in this work is of rank 4. Hence, in this
regard, we could make a progress on this long-standing open problem by exploiting the structural
property posed by our considered application.

The statistical model that we consider for theoretical guarantees of our proposed algorithm relies on
the Stochastic Block Model (SBM) [48]] and its hierarchical counterpart [49-52]] which have been
shown to well respect many practically-relevant scenarios [53-56]. Also our algorithm builds in part
upon prominent clustering [57,/58] and hierarchical clustering [51}/52]] algorithms, although it exhibits
a notable distinction in other matrix-completion-related procedures together with their corresponding
technical analyses.

Notations: Row vectors and matrices are denoted by lowercase and uppercase letters, respectively.
Random matrices are denoted by boldface uppercase letters, while their realizations are denoted
by uppercase letters. Sets are denoted by calligraphic letters. Let 0,,,x,, and 1,, x,, be all-zero and
all-one matrices of dimension m x n, respectively. For an integer n > 1, [n] indicates the set of
integers {1,2,...,n}. Let {0,1}" be the set of all binary numbers with n digits. The hamming
distance between two binary vectors v and v is denoted by dy (u,v) := ||u & v||g, where & stands
for modulo-2 addition operator. Let 1 [-] denote the indicator function. For a graph G = (V, E) and
two disjoint subsets X and Y of V, e (X,Y) indicates the number of edges between X and Y.




2 Problem Formulation

Setting: Consider a rating matrix with n users and m items. Each user rates m items by a binary
vector, where 0/1 components denote “dislike”/“like” respectively. We assume that there are two
clusters of users, say A and B. To capture the low-rank of the rating matrix, we assume that each
user’s rating vector within a cluster lies in a linear subspace of two basis vectors. Specifically, let
vt € F3*™ and v4' € F1*™ be the two linearly-independent basis vectors of cluster A. Then users
in Cluster A can be split into three groups (e.g., say G4!, G5' and G4') based on their rating vectors.
More precisely, we denote by Gf‘ the set of users whose rating vector is ’U;»A for : = 1, 2. Finally,
the remaining users of cluster A from group G4', and their rating vector is v4' = v{* © v (a linear
combination of the basis vectors). Similarly we have vZ, vZ and v® = v? @ vf for cluster B.
For presentational simplicity, we assume equal-sized groups (each being of size n/6), although our
algorithm (to be presented in Section ) allows for any group size, and our theoretical guarantees (to
be presented in Theorem hold as long as the group sizes are order-wise same. Let M € F"*™ be
a rating matrix wherein the i row corresponds to user i’s rating vector.

We find the Hamming distance instrumental in expressing our main results (to be stated in Section [3)
as well as proving the main theorems. Let ¢, be the normalized Hamming distance among distinct

pairs of group’s rating vectors within the same cluster: d, = ;- minge 4, gy Min; jegs) du (vf, v5).
Also let . be the counterpart w.r.t. distinct pairs of rating vectors across different clusters: 6. =

% min; ;e (3] du (U;A, ’UJB ), and define 0 := {4, . }. We partition all the possible rating matrices into
subsets depending on 6. Let M (%) be the set of rating matrices subject to 4.

Problem of interest: Our goal is to estimate a rating matrix M/ € M) given two types of
information: (1) partial ratings Y € {0, 1, x}"™*™; (2) a graph, say social graph G. Here x* indicates
no observation, and we denote the set of observed entries of Y by €, that is @ = {(r,¢) €
[n] x [m] : Y, # *}. Below is a list of assumptions made for the analysis of the optimal sample
complexity (Theorem 1) and theoretical guarantees of our proposed algorithm (Theorem 2), but not
for the algorithm itself. We assume that each element of Y is observed with probability p € [0, 1],
independently from others, and its observation can possibly be flipped with probability 6 € [0, %)
Let social graph G = ([n], E)) be an undirected graph, where E denotes the set of edges, each
capturing the social connection between two associated users. The set [n] of vertices is partitioned
into two disjoint clusters, each being further partitioned into three disjoint groups. We assume that
the graph follows the hierarchical stochastic block model (HSBM) [51},/59]] with three types of edge
probabilities: (i) « indicates an edge probability between two users in the same group; (ii) 8 denotes
the one w.r.t. two users of different groups yet within the same cluster; (iii) -y is associated with two
users of different clusters. We focus on realistic scenarios in which users within the same group (or
cluster) are more likely to be connected as per the social homophily theory [19]: « > 5 > ~.

Performance metric: Let ¢) be a rating matrix estimator that takes (Y, G) as an input, yielding an
estimate. As a performance metric, we consider the worst-case probability of error:

PO () := max PH(Y,G) # M]. (1)
MeM®)

Note that M) is the set of ground-truth matrices M subject to § := {4,,d.}. Since the error
probability may vary depending on different choices of M (i.e., some matrices may be harder to
estimate), we employ a conventional minimax approach wherein the goal is to minimize the maximum
error probability. We characterize the optimal sample complexity for reliable exact matrix recovery,
concentrated around nmp* in the limit of n and m. Here p* indicates the sharp threshold on the
observation probability: (i) above which the error probability can be made arbitrarily close to O in the

limit; (i) under which P{*) (1) - 0 no matter what and whatsoever.

3 Optimal sample complexity

We first present the optimal sample complexity characterized under the considered model. We
find that an intuitive and insightful expression can be made via the quality of hierarchical social
graph, which can be quantified by the following: (i) I, := (y/a — v/B)? represents the capability
of separating distinct groups within a cluster; (ii) Io1 = (vVa — /)? and 12 := (/B — /7)?
capture the clustering capabilities of the social graph. Note that the larger the quantities, the easier



to do grouping/clustering. Our sample complexity result is formally stated below as a function of
(Ig,Ic1,1Ic2). Asin [41], we make the same assumption on m and 7 that turns out to ease the proof
via prominent large deviation theories: m = w(logn) and log m = o(n). This assumption is also
practically relevant as it rules out highly asymmetric matrices.

Theorem 1 (Information-theoretic limits). Assume that m = w(logn) and logm = o(n). Let ¢
and g denote the number of clusters and groups, respectively. Within each cluster, let the set of g
rating vectors be spanned by any r < g vectors in the same set. Let

n —1)n
Pt = ! maX{ ge_logm logn— 3ty logn — 2l — ot Ly } )
(V1I—0—0)? g—-r+1 n °  d;m 5cm

Fixe > 0. Ifp > (14+€)p*, then there exists a sequence of estimators ) satisfying lim,, _, (5) () =

0. Conversely, if p < (1 — €)p*, then lim,,_, « Pe(a)(w) # 0 for any 1. Setting (c,g,7) = (2,3, 2),
the bound in (1) reduces to

. 1 {3logm logn — énlg logn — %n[cl — énfcg} 3)
p : ) b )
VI-6-vop " moe

n mdg
which is the optimal sample complexity of the problem formulated in Section

Proof. We provide the proof sketch for (¢, g,7) = (2,3,2). We defer the complete proof for
(¢,g,7) = (2,3,2) to the supplementary material. The extension to general (¢, g, ) is a natural
generalization of the analysis for the parameters (c, g,7) = (2, 3,2).

The achievability proof is based on maximum likelihood estimation (MLE). We first evaluate the
likelihood for a given clustering/grouping of users and the corresponding rating matrix. We then
show thatif p > (1 + e) *, the likelihood is maximized only by the ground-truth rating matrix in the

limit of n: lim,, o P, (7/JML) =0.

For the converse (1mp0551b111ty) proof, we first establish a lower bound on the error probability, and
show that it is minimized when employing the maximum likelihood estimator. Next we prove that

if p is smaller than any of the three terms in the RHS of @]) then there exists another solution that
(1—€)3logm

(V1=6-V8)2n’

we can find a grouping with the only distinction in two user-item pairs relative to the ground truth,

yet yielding a larger likelihood. Similarly when p < %, consider two users in the
—6-/0)2ms,

yields a larger likelihood, compared to the ground-truth matrix. More precisely, if p <

same cluster yet from distinct groups such that the hamming distance between their rating vectors
is md,. We can then show that a grouping in which their rating vectors are swapped provides a larger

. . .. (1—€)(logn—3inl.;—inl.)
likelihood. Similarly when p < ( \/% 76\/5 );m;c 2

users from different clusters with a hamming distance of mJd,, and get a greater likelihood.

, we can swap the rating vectors of two

The technical distinctions w.r.t. the prior works [41142]] are three folded: (i) the likelihood computation
requires more involved combinatorial arguments due to the hierarchical structure; (ii) sophisticated
upper/lower bounding techniques are developed in order to exploit the relational structure across
different groups; (iii) delicate choices are made for two users to be swapped in the converse proof. [

We next present the second yet more practically-appealing contribution: Our proposed algorithm
in Section ] achieves the information-theoretic limits. The algorithm optimality is guaranteed for a
certain yet wide range of scenarios in which graph information yields negligible clustering/grouping
errors, formally stated below. We provide the proof outline in Section [ throughout the description of
the algorithm, leaving details in the supplementary material.

Theorem 2 (Theoretical guarantees of the proposed algorithm). Assume that m = w(logn), logm =
o(n), m = O(n), I.o > 21(;8’" and I, > w(L). Then, as long as the sample size is beyond the

optimal sample complexity in Theorem [1] (i.e., mnp > mnp*), then the algorithm presented in
Section 4 I with T = O(logn) iterations ensures the worse-case error probability tends to 0 as

n — oo. That is, the algorithm returns M such that ]P’[M M]=1-o0(1).

Theorem [T]establishes the optimal sample complexity (the number of entries of the rating matrix to be
observed) to be mnp*, where p* is given in (3). The required sample complexity is a non-increasing
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Figure 1: Let n = 1000, m = 500 and & = 0. (a), (b) The different regimes of the optimal
sample complexity reported in (3), where in (a) §. < d4 and in (b) 6. > d,. Diagonal stripes, dots,
and horizontal stripes refer to perfect clustering/grouping, grouping-limited, and clustering-limited
regimes, respectively. (c) Comparison between the sample complexity reported in (3] for v = 0.01
and I.o = 0.002 and that of [42].

function of ¢, and J.. This makes an intuitive sense because increasing d, (or d.) yields more
distinct rating vectors, thus ensuring easier grouping (or clustering). We emphasize three regimes
depending on (I, Ic1, Ic2). The first refers to the so-called perfect clustering/grouping regime in
which (I, I.1, I.2) are large enough, thereby activating the 1% term in the max function. The second
is the grouping-limited regime, in which the quantity I, is not large enough so that the 2" term
becomes dominant. The last is the clustering-limited regime where the 3™ term is activated. A few
observations are in order. For illustrative simplicity, we focus on the noiseless case, i.e., § = 0.

Remark 1 (Perfect clustering/grouping regime). The optimal sample complexity reads 3mlogm.
This result is interesting. A naive generalization of [41|42)] requires 4m logm, as we have four rating
vectors (v, v, vE, vB) to estimate and each requires mlogm observations under our random
sampling, due to the coupon-collecting effect. On the other hand, we exploit the relational structure
across rating vectors of different group, reflected in U?'? = v @ vs and v8 =B @ uP; and we
find this serves to estimate (vi*, v, v v8) more efficiently, precisely by a factor of % improvement,
thus yielding 3m log m. This exploitation is reflected as novel technical contributions in the converse
proof, as well as the achievability proofs of MLE and the proposed algorithm. |
Remark 2 (Grouping-limited regime). We find that the sample complexity % in this
regime coincides with that of [42)]. This implies that exploiting the relational structure across different

groups does not help improving sample complexity when grouping information is not reliable. R

Remark 3 (Clustering-limited regime). This is the most challenging scenario which has not been

explored by any prior works. The challenge is actually reflected in the complicated sample complexity

nlogn—2n®Ia—3nI
5. :

formula: When = =, i.e., groups and clusters are not distinguishable,

L .. . logn—2n’I
I, = I.1 and 1.5 = 0. Therefore, in this case, it indeed reduces to a 6-group setting: %.

The only distinction appears in the denominator. We read 0. instead of 6, due to different rating
vectors across clusters and groups. When 1.5 # 0, it reads the complicated formula, reflecting
non-trivial technical contribution as well.

Fig. depicts the different regimes of the optimal sample complexity as a function of (I, I.2) for
n = 1000, m = 500 and # = 0. In Fig. , where 6, = % and . = %, the region depicted by
diagonal stripes corresponds to the perfect clustering/grouping regime. Here, I, and 1., are large,
and graph information is rich enough to perfectly retrieve the clusters and groups. In this regime, the
1% term in (3) dominates. The region shown by dots corresponds to grouping-limited regime, where
the 2" term in (3) is dominant. In this regime, graph information suffices to exactly recover the
clusters, but we need to rely on rating observation to exactly recover the groups. Finally, the 3™ term
in (3) dominates in the region captured by horizontal stripes. This indicates the clustering-limited
regimes, where neither clustering nor grouping is exact without the side information of the rating
vectors. It is worth noting that in practically-relevant systems, where 6. > d, (for rating vectors of
users in the same cluster are expected to be more similar compared to those in a different cluster),
the third regime vanishes, as shown by Fig. where ¢, = % and 6, = % It is straightforward to
show that the third term in (3) is inactive whenever 6. > J,. Fig. compares the optimal sample



complexity between the one reported in (3)), as a function of I,, and that of [42]. The considered
setting is n.=1000, m =500, =0, 6, = 3, 6. = . v=0.01 and I =0.002. Note that [42] leverages
neither the hierarchical structure of the graph, nor the linear dependency among the rating vectors.
Thus, the problem formulated in Section [2] will be translated to a graph with six clusters with linearly
independent rating vectors in the setting of [42]. Also, the minimum hamming distance for [42]]
is d.. In Fig. we can see that the noticeable gain in the sample complexity of our result in the
diagonal parts of the plot (the two regimes on the left side) is due to leveraging the hierarchical graph
structure, while the improvement in the sample complexity in the flat part of the plot is a consequence
of exploiting the linear dependency among the rating vectors within each cluster (See Remark|T).

4 Proposed Algorithm

We propose a computationally feasible matrix completion algorithm that achieves the optimal sample
complexity characterized by Theorem|[I] The proposed algorithm is motivated by a line of research
on iterative algorithms that solve non-convex optimization problems [6,/58/60-H70]. The idea is to
first find a good initial estimate, and then successively refine this estimate until the optimal solution
is reached. This approach has been employed in several problems such as matrix completion [|6}/60],
community recovery [58|61H63]], rank aggregation [|64]], phase retrieval [65,|66]], robust PCA [67]],
EM-algorithm [68]], and rating estimation in crowdsourcing [69.[70]. In the following, we describe
the proposed algorithm that consists of four phases to recover clusters, groups and rating vectors.
Then, we discuss the computational complexity of the algorithm.

Recall that Y € {0, +1,*}"*™. For the sake of tractable analysis, it is convenient to map Y to

Z € {—1,0,+1}"*"™ where the mapping of the alphabet of Y is as follows: 0 +— +1, +1 +— —1
and x <+— 0. Under this mapping, the modulo-2 addition over {0, 1} in Y is represented by the
multiplication of integers over {41, —1} in Z. Also, note that all recovery guarantees are asymptotic,
i.e., they are characterized with high probability as n — oo. Throughout the design and analysis of
the proposed algorithm, the number and size of clusters and groups are assumed to be known.

4.1 Algorithm Description

Phase 1 (Exact Recovery of Clusters): We use the community detection algorithm in [57]] on G to
exactly recover the two clusters A and B. As proved in [57]], the decomposition of the graph into two

clusters is correct with high probability when .o > 21"%

Phase 2 (Almost Exact Recovery of Groups): The goal of Phase 2 is to decompose the set of users
in cluster A (cluster B) into three groups, namely G4, G4, Gf;‘ (or GB, GB, G:,]? for cluster B). It is
worth noting that grouping at this stage is almost exact, and will be further refined in the next phases.
To this end, we run a spectral clustering algorithm [[58]] on A and B separately. Let éf (0) denote the
initial estimate of the i group of cluster x that is recovered by Phase 2 algorithm, for i € [3] and
x € {A, B}. It is shown that the groups within each cluster are recovered with a vanishing fraction
of error if I, = w(1/n). It is worth mentioning that there are other clustering algorithms [62./71H77|
that can be employed for this phase. Examples include: spectral clustering [62,71H74]], semidefinite
programming (SDP) [[75]], non-backtracking matrix spectrum [76], and belief propagation [77].

Phase 3 (Exact Recovery of Rating Vectors): We propose a novel algorithm that optimally recovers
the rating vectors of the groups within each cluster. The algorithm is based on maximum likeli-
hood (ML) decoding of users’ ratings based on the partial and noisy observations. For this model,
the ML decoding boils down to a counting rule: for each item, find the group with maximum gap
between the number of observed zeros and ones, and set the rating entry of this group to 0. The
other two rating vectors are either both 0 or both 1 for this item, which will be determined based
on the majority of the union of their observed entries. It turns out that the vector recovery is exact
with probability 1 —o(1). This is one of the technical distinctions, relative to the prior works [41}42]
which employ the simple majority voting rule under non-hierarchical SBMs.

Define 77 as the estimated rating vector of vZ, i.e., the output of Phase 3 algorithm. Let the ¢
element of the rating vector v¥ (or v7) be denoted by v7(c) (or v¥(c)), for i € [3], z € {A, B}
and ¢ € [m]. Let Y, . be the entry of matrix Y at row r and column ¢, and Z, . be its mapping to
{+1,0, —1}. The pseudocode of Phase 3 algorithm is given by Algorithm



Algorithm 1 Exact Recovery of Rating Vectors
1: function VECRCV (n,m, Z,{G2(0) : i € [3],x € {4, B}})
2 for ¢ € [m] and = € {A, B} do

3 for i € [3] do p; ,(c) < ZTG@’F(O) Zrc

4: J < argmax;cqs piz(C)

5: v7(c) <0
6

7

8

9

if >3\ (5} Pie(c) = 0 then
fori € [3]\ {j} do ¥} (c) < 0
else
: fori € [3]\ {j} do i (c) 1
10: return {07 : i € [3],z € {4, B}}

Algorithm 2 Local Iterative Refinement of Groups (Set flag = 0)
1: function REFINE (flag,n,m,T,Y, Z,G,{(G*(0),7%) : i € [3],x € {4, B}})

2 aeﬁw,g)eE:f,ger,xe{A,bi,ie[3]}\

3 B G|{(fgeB:feClgeGlae{AB)ic3jcB\i}|
4 G« |{(r,c) € Q: Yo £07(c),r € GZ(0)}/]9

5: fort € [T]and x € {A, B} do
6
7
8

fori € [3] do G*(t) «+ @
for r <+ 1tondo

j < argmax;cp {c: Y. = 07 (c)}| log (%) +e ({T}, Go(t — 1)) -log(E;@)g>

9: GE(t) + GE(t) U {r}
10: if flag == 1 then R
11: R {v7:i€[3],z€{A, B}} + VECRCV (n,m, Z,{G%*(t): i€[3],z€{A4, B}})

12: return {GZ(T) :i € [3],x € {A,B}},{v7 : i € [3],z € {4, B}}

Phase 4 (Exact Recovery of Groups): Finally, the goal is to refine the groups which are almost
recovered in Phase 2, to obtain an exact grouping. To this end, we propose an iterative algorithm that
locally refines the estimates on the user grouping within each cluster for 7" iterations. Specifically,
at each iteration, the affiliation of each user is updated to the group that yields the maximum local
likelihood. This is determined based on (i) the number of edges between the user and the set of users
which belong to that group, and (ii) the number of observed rating matrix entries of the user that
coincide with the corresponding entries of the rating vector of that group. Algorithm [2]describes the
pseudocode of Phase 4 algorithm. Note that we do not assume the knowledge of the model parameters
«, (8 and 6, and estimate them using Y and G, i.e., the proposed algorithm is parameter-free.

In order to prove the exact recovery of groups after running Algorithm 2] we need to show that the
number of misclassified users in each cluster strictly decreases with each iteration of Algorithm 2]
More specifically, assuming that the previous phases are executed successfully, if we start with
nn misclassified users within one cluster, for some small > 0, then one can show that we end
up with 2n misclassified users with high probability as n — oo after one iteration of refinement.

Hence, running the local refinement for T' = % within the groups of each cluster would

suffice to converge to the ground truth assignments. The analysis of this phase follows the one
in [42, Theorem 2] in which the problem of recovering K communities of possibly different sizes is
studied. By considering the case of three equal-sized communities, the guarantees of exact recovery
of the groups within each cluster readily follows when T' = O(logn).

Remark 4. The iterative refinement in Algorithm 2] can be applied only on the groups (when
flag = 0), or on the groups as well as the rating vectors (for flag = 1). Even though the former is
sufficient for reliable estimation of the rating matrix, we show, through our simulation results in the
following section, that the latter achieves a better performance for finite regimes of n and m. |

Remark 5. The problem is formulated under the finite-field model only for the purpose of making
an initial step towards a more generalized and realistic algorithm. Fortunately, as many of the



theory-inspiring works do, the theory process of characterizing the optimal sample complexity under
this model could also shed insights into developing a universal algorithm that is applicable to
a general problem setting rather than the specific problem setting considered for the theoretical
analysis, as long as some slight algorithmic modifications are made. To demonstrate the universality
of the algorithm, we consider a practical scenario in which ratings are real-valued (for which linear
dependency between rating vectors is well-accepted) and observation noise is Gaussian. In this
setting, the detection problem (under the current model) will be replaced by an estimation problem.
Consequently, we update Algorithm(I|to incorporate an MLE of the rating vectors; and modify the
local refinement criterion on Line 8 in Algorithm[2|to find the group that minimizes some properly-
defined distance metric between the observed and estimated ratings such as Root Mean Squared
Error (RMSE). In Section[3] we conduct experiments under the aforementioned setting, and show that
our algorithm achieves superior performance over the state-of-the-art algorithms. ]

4.2 Computational Complexity

One of the crucial aspects of the proposed algorithm is its computational efficiency. Phase 1 can be
done in polynomial time in the number of vertices [57,/78]]. Phase 2 can be done in O(|E| log n) using
the power method [[79]. Phase 3 requires a single pass over all entries of the observed matrix, which
corresponds to O(|€2]). Finally, in each iteration of Phase 4, the affiliation update of user r € [n]
requires reading the entries of the ™ row of Y and the edges connected to user r, which amounts to
O(|€?] + | E|) for each of the T iterations, assuming an appropriate data structure. Hence, the overall
computational complexity reads poly(n) + O(|2] logn).

Remark 6. The complexity bottleneck is in Phase 1 (exact clustering), as it relies upon [57,|78],
exhibiting poly(n) runtime. This can be improved, without any performance degradation, by replacing
the exact clustering in Phase I with almost exact clustering, yielding O(|E|logn) runtime [79)].
In return, Phase 4 should be modified so that the local iterative refinement is applied on cluster
affiliation, as well as group affiliation and rating vectors. As a result, the improved overall runtime
reads O((|Q2] + |E|) log n). [ |

5 Experimental Results

We first conduct Monte Carlo experiments to corroborate Theorem Leta=a 105 nB=4 loi n

andy = ﬁk’%. We consider a setting where § = 0.1, 8 = 10,5 = 0.5, 64 = 0. = 0.5. The synthetic
data is generated as per the model in Section 2] In Figs. 2a]and [2b] we evaluate the performance of
the proposed algorithm (with local iterative refinement of groups and rating vectors), and quantify
the empirical success rate as a function of the normalized sample complexity, over 10? randomly
drawn realizations of rating vectors and hierarchical graphs. We vary n and m, preserving the ratio
n/m = 3. Fig. |24 depicts the case of & = 40 which corresponds to perfect clustering/grouping
regime (Remark|l). On the other hand, Fig. [2b] depicts the case of & = 40 which corresponds to
grouping-limited regime (Remark. In both figures, we observe a phase transitiorﬂin the success rate
at p = p*, and as we increase n and m, the phase transition gets sharper. These figures corroborate
Theorem [I)in different regimes when the graph side information is not scarce. Fig. 2c|compares the
performance of the proposed algorithm for n = 3000 and /m = 1000 under two different strategies
of local iterative refinement: (i) local refinement of groups only (set flag = 0 in Algorithm [2); and
(ii) local refinement of both groups and rating vectors (set flag = 1 in Algorithm[2). It is clear that
the second strategy outperforms the first in the finite regime of n and m, which is consistent with
Remark [4] Furthermore, the gap between the two versions shrinks as we gradually increase & (i.e., as
the quality of the graph gradually improves).

Next, similar to [41-44], the performance of the proposed algorithm is assessed on semi-real data
(real graph but synthetic rating vectors). We consider a subgraph of the political blog network [80],
which is shown to exhibit a hierarchical structure [50]. In particular, we consider a tall matrix setting
of n = 381 and m = 200 in order to investigate the gain in sample complexity due to the graph
side information. The selected subgraph consists of two clusters of political parties, each of which
comprises three groups. The three groups of the first cluster consist of 98, 34 and 103 users, while the

2The transition is ideally a step function at p = p* as n and m tend to infinity.
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Figure 2: (a), (b) The success rate of the proposed algorithm as a function of p/p* under different
values of n, m and &, where (a) corresponds to perfect clustering/grouping regime, and (b) corre-
sponds to grouping-limited regime. (c) Performance of the proposed algorithm under two different
local iterative refinement strategies. (d) Comparison of RMSE achieved by various recommendation
algorithm on the Poliblog dataset [80]] as a function of p. (¢) Comparison of RMSE achieved by
various recommendation algorithm on the Poliblog dataset as a function of 1/52.

Table 1: Runtimes of recommendation algorithms for the experiment setting of Fig.2d|and p = 0.1.

User k-NN
0.299

User Average
0.021

Item Average
0.025

Item k-NN  TrustSVD  Biased MF  SoReg Proposed Algorithm
0.311 0.482 0.266 0.328 0.055

Time (sec)

three groups of the second cluster consist of 58, 68 and 20 usersﬂ The corresponding rating vectors
are generated such that the ratings are drawn from [0, 10] (i.e., real numbers), and the observations
are corrupted by a Gaussian noise with mean zero and a given variance o2. We use root mean square
error (RMSE) as the evaluation metric, and assess the performance of the proposed algorithm against
various recommendation algorithms, namely User Average, Item Average, User k-Nearest Neighbor
(k-NN) [81]], Item k-NN [81]], TrustSVD [28]], Biased Matrix Factorization (MF) [[82], and Matrix
Factorization with Social Regularization (SoReg) [|24]]. Note that [[41,42] are designed to work for
rating matrices whose elements are drawn from a finite field, and hence they cannot be run under
the practical scenario considered in this setting. In Fig. 2d] we compute RMSE as a function of
p, for fixed 2 = 0.5. On the other hand, Fig. 2¢|/depicts RMSE as a function of the normalized
signal-to-noise ratio 1/02, for fixed p = 0.08. It is evident that the proposed algorithm achieves
superior performance over the state-of-the-art algorithms for a wide range of observation probabilities
and Gaussian noise variances, demonstrating its viability and efficiency in practical scenarios.

Finally, Table[I]demonstrates the computational efficiency of the proposed algorithm, and reports
the runtimes of recommendation algorithms for the experiment setting of Fig.[2d|and p = 0.1. The
runtimes are averaged over 20 trials. The proposed algorithm achieves a faster runtime than all other
algorithms except for User Average and Item Average. However, as shown in Fig.[2d} the performance
of these faster algorithms, in terms of RMSE, is inferior to the majority of other algorithms.

3We refer to the supplementary material for a visualization of the selected subgraph of the political blog
network using t-SNE algorithm.



Broader Impact

We emphasize two positive impacts of our work. First, it serves to enhance the performance of
personalized recommender systems (one of the most influential commercial applications) with the
aid of social graph which is often available in a variety of applications. Second, it achieves fairness
among all users by providing high quality recommendations even to new users who have not rated
any items before. One negative consequence of this work is w.r.t. the privacy of users. User privacy
may not be preserved in the process of exploiting indirect information posed in social graphs, even
though direct information, such as user profiles, is protected.

Acknowledgments and Disclosure of Funding

The work of A. Elmahdy and S. Mohajer is supported in part by the National Science Foundation
under Grants CCF-1617884 and CCF-1749981. The work of J. Ahn and C. Suh is supported by
the National Research Foundation of Korea (NRF) grant funded by the Korea government (MSIP)
(No.2018R1A1A1A05022889).

References

[1] Y. Koren, R. Bell, and C. Volinsky, “Matrix factorization techniques for recommender systems,”
Computer, vol. 42, no. 8, pp. 30-37, 2009.

[2] L. T. Nguyen, J. Kim, and B. Shim, “Low-rank matrix completion: A contemporary survey,’
IEEE Access, vol. 7, pp. 94215-94 237, 2019.

[3] M. Fazel, “Matrix rank minimization with applications,” PhD thesis, Stanford University, 2002.

[4] E.J. Candes and B. Recht, “Exact matrix completion via convex optimization,” Foundations of
Computational Mathematics, vol. 9, no. 6, pp. 717-772, 2009.

[5] E.J. Candes and Y. Plan, “Matrix completion with noise,” Proceedings of the IEEE, vol. 98,
no. 6, pp. 925-936, 2010.

[6] R. H. Keshavan, A. Montanari, and S. Oh, “Matrix completion from a few entries,” IEEE
Transactions on Information Theory, vol. 56, no. 6, pp. 2980-2998, 2010.

[7] E. J. Candes and T. Tao, “The power of convex relaxation: Near-optimal matrix completion,”
IEEE Transactions on Information Theory, vol. 56, no. 5, pp. 2053-2080, 2010.

[8] J.-F. Cai, E. J. Candes, and Z. Shen, “A singular value thresholding algorithm for matrix
completion,” SIAM Journal on Optimization, vol. 20, no. 4, pp. 1956-1982, 2010.

[9] M. Fornasier, H. Rauhut, and R. Ward, “Low-rank matrix recovery via iteratively reweighted
least squares minimization,” SIAM Journal on Optimization, vol. 21, no. 4, pp. 1614-1640,
2011.

[10] K. Mohan and M. Fazel, “Iterative reweighted algorithms for matrix rank minimization,” The
Journal of Machine Learning Research (JMLR), vol. 13, no. Nov, pp. 3441-3473, 2012.

[11] K. Lee and Y. Bresler, “ADMiRA: Atomic decomposition for minimum rank approximation,”
IEEFE Transactions on Information Theory, vol. 56, no. 9, pp. 4402—-4416, 2010.

[12] Z. Wang, M.-]. Lai, Z. Lu, W. Fan, H. Davulcu, and J. Ye, “Rank-one matrix pursuit for matrix
completion,” International Conference on Machine Learning (ICML), pp. 91-99, 2014.

[13] J. Tanner and K. Wei, “Low rank matrix completion by alternating steepest descent methods,”
Applied and Computational Harmonic Analysis, vol. 40, no. 2, pp. 417429, 2016.

[14] Z. Wen, W. Yin, and Y. Zhang, “Solving a low-rank factorization model for matrix completion
by a nonlinear successive over-relaxation algorithm,” Mathematical Programming Computation,
vol. 4, no. 4, pp. 333-361, 2012.

[15] W. Dai and O. Milenkovic, “SET: an algorithm for consistent matrix completion,” IEEE
International Conference on Acoustics, Speech and Signal Processing, pp. 3646-3649, 2010.

[16] B. Vandereycken, “Low-rank matrix completion by riemannian optimization,” SIAM Journal on
Optimization, vol. 23, no. 2, pp. 1214-1236, 2013.

10



[17] Y. Hu, D. Zhang, J. Ye, X. Li, and X. He, “Fast and accurate matrix completion via truncated
nuclear norm regularization,” IEEE transactions on pattern analysis and machine intelligence,

vol. 35, no. 9, pp. 2117-2130, 2012.

[18] J.-y. Gotoh, A. Takeda, and K. Tono, “Dc formulations and algorithms for sparse optimization
problems,” Mathematical Programming, vol. 169, no. 1, pp. 141-176, 2018.

[19] M. McPherson, L. Smith-Lovin, and J. M. Cook, “Birds of a feather: Homophily in social
networks,” Annual review of sociology, vol. 27, no. 1, pp. 415444, 2001.

[20] J. Tang, X. Hu, and H. Liu, “Social recommendation: a review,” Social Network Analysis and
Mining, vol. 3, no. 4, pp. 11131133, 2013.

[21] D. Cai, X. He, J. Han, and T. S. Huang, “Graph regularized nonnegative matrix factorization for
data representation,” IEEE transactions on pattern analysis and machine intelligence, vol. 33,
no. 8, pp. 1548-1560, 2010.

[22] M. Jamali and M. Ester, “A matrix factorization technique with trust propagation for recom-
mendation in social networks,” Proceedings of the fourth ACM conference on Recommender
systems, pp. 135-142, 2010.

[23] W.-J.Liand D.-Y. Yeung, “Relation regularized matrix factorization,” Twenty-First International
Joint Conference on Artificial Intelligence (IJCAI), 2009.

[24] H. Ma, D. Zhou, C. Liu, M. R. Lyu, and I. King, “Recommender systems with social regulariza-
tion,” Proceedings of the fourth ACM international conference on Web search and data mining,
pp- 287-296, 2011.

[25] V. Kalofolias, X. Bresson, M. Bronstein, and P. Vandergheynst, “Matrix completion on graphs,”
arXiv preprint arXiv:1408.1717, 2014.

[26] H. Ma, H. Yang, M. R. Lyu, and I. King, “SoRec: social recommendation using probabilistic
matrix factorization,” Proceedings of the 17th ACM conference on Information and knowledge
management, pp. 931-940, 2008.

[27] H. Ma, 1. King, and M. R. Lyu, “Learning to recommend with social trust ensemble,” Pro-
ceedings of the 32nd international ACM SIGIR conference on Research and development in
information retrieval, pp. 203-210, 2009.

[28] G. Guo, J. Zhang, and N. Yorke-Smith, “TrustSVD: Collaborative filtering with both the explicit
and implicit influence of user trust and of item ratings,” Twenty-Ninth AAAI Conference on
Artificial Intelligence, 2015.

[29] H. Zhao, Q. Yao, J. T. Kwok, and D. L. Lee, “Collaborative filtering with social local models,”
IEEE International Conference on Data Mining (ICDM), pp. 645-654, 2017.

[30] S. Chouvardas, M. A. Abdullah, L. Claude, and M. Draief, “Robust online matrix completion on
graphs,” IEEE International Conference on Acoustics, Speech and Signal Processing (ICASSP),
pp- 4019-4023, 2017.

[31] P. Massa and P. Avesani, “Controversial users demand local trust metrics: An experimental
study on epinions. com community,” AAAI pp. 121-126, 2005.

[32] J. Golbeck, J. Hendler et al., “Filmtrust: Movie recommendations using trust in web-based social
networks,” Proceedings of the IEEE Consumer communications and networking conference,
vol. 96, no. 1, pp. 282-286, 2006.

[33] M. Jamali and M. Ester, “Trustwalker: a random walk model for combining trust-based and
item-based recommendation,” Proceedings of the 15th ACM SIGKDD international conference
on Knowledge discovery and data mining, pp. 397-406, 2009.

[34] ——, “Using a trust network to improve top-n recommendation,” Proceedings of the third ACM
conference on Recommender systems, pp. 181-188, 2009.

[35] X. Yang, Y. Guo, and Y. Liu, “Bayesian-inference-based recommendation in online social
networks,” IEEE Transactions on Parallel and Distributed Systems, vol. 24, no. 4, pp. 642-651,
2012.

[36] X. Yang, H. Steck, Y. Guo, and Y. Liu, “On top-k recommendation using social networks,”
Proceedings of the sixth ACM conference on Recommender systems, pp. 67-74, 2012.

11



[37] F. Monti, M. Bronstein, and X. Bresson, “Geometric matrix completion with recurrent multi-
graph neural networks,” Advances in Neural Information Processing Systems (NIPS), pp. 3697—
3707, 2017.

[38] R. v. d. Berg, T. N. Kipf, and M. Welling, “Graph convolutional matrix completion,” arXiv
preprint arXiv:1706.02263, 2017.

[39] N. Rao, H.-F. Yu, P. K. Ravikumar, and I. S. Dhillon, “Collaborative filtering with graph
information: Consistency and scalable methods,” Advances in neural information processing
systems, pp. 2107-2115, 2015.

[40] T.Zhou, H. Shan, A. Banerjee, and G. Sapiro, “Kernelized probabilistic matrix factorization: Ex-
ploiting graphs and side information,” Proceedings of the 2012 SIAM international Conference
on Data mining, pp. 403-414, 2012.

[41] K. Ahn, K. Lee, H. Cha, and C. Suh, “Binary rating estimation with graph side information,’
Advances in Neural Information Processing Systems (NeurIPS), pp. 4272-4283, 2018.

[42] J. Yoon, K. Lee, and C. Suh, “On the joint recovery of community structure and community
features,” 56th Annual Allerton Conference on Communication, Control, and Computing, pp.

686-694, 2018.

[43] Q. E. Zhang, V. Y. Tan, and C. Suh, “Community detection and matrix completion with
two-sided graph side-information,” arXiv preprint arXiv:1912.04099, 2019.

s

[44] C.Jo and K. Lee, “Discrete-valued preference estimation with graph side information,” arXiv
preprint arXiv:2003.07040, 2020.

[45] S. Wang, J. Tang, Y. Wang, and H. Liu, “Exploring implicit hierarchical structures for rec-
ommender systems.” International Joint Conference on Artificial Intelligence (IJCAI), pp.
1813-1819, 2015.

[46] H. Ashtiani, S. Kushagra, and S. Ben-David, “Clustering with same-cluster queries,” Advances
in neural information processing systems (NIPS), pp. 3216-3224, 2016.

[47] A.Mazumdar and B. Saha, “Query complexity of clustering with side information,” Advances
in Neural Information Processing Systems (NIPS), pp. 4682-4693, 2017.

[48] P. W. Holland, K. B. Laskey, and S. Leinhardt, “Stochastic blockmodels: First steps,” Social
networks, vol. 5, no. 2, pp. 109—137, 1983.

[49] A. Clauset, C. Moore, and M. E. Newman, “Hierarchical structure and the prediction of missing
links in networks,” Nature, vol. 453, no. 7191, pp. 98-101, 2008.

[50] T. P. Peixoto, “Hierarchical block structures and high-resolution model selection in large
networks,” Physical Review X, vol. 4, no. 1, p. 011047, 2014.

[51] V. Lyzinski, M. Tang, A. Athreya, Y. Park, and C. E. Priebe, “Community detection and
classification in hierarchical stochastic blockmodels,” IEEE Transactions on Network Science
and Engineering, vol. 4, no. 1, pp. 13-26, 2016.

[52] V. Cohen-Addad, V. Kanade, F. Mallmann-Trenn, and C. Mathieu, “Hierarchical clustering:
Objective functions and algorithms,” Journal of the ACM (JACM), vol. 66, no. 4, pp. 1-42,
2019.

[53] A.L. Traud, P.J. Mucha, and M. A. Porter, “Social structure of Facebook networks,” Physica A:
Statistical Mechanics and its Applications, vol. 391, no. 16, pp. 4165-4180, 2012.

[54] J. J. Mcauley and J. Leskovec, “Learning to discover social circles in ego networks,” Advances
in neural information processing systems (NIPS), pp. 539-547, 2012.

[55] M. E. Newman, “Modularity and community structure in networks,” Proceedings of the national
academy of sciences (PNAS), vol. 103, no. 23, pp. 8577-8582, 2006.

, “The structure of scientific collaboration networks,” Proceedings of the national academy
of sciences (PNAS), vol. 98, no. 2, pp. 404—409, 2001.

[57] E. Abbe, A. S. Bandeira, and G. Hall, “Exact recovery in the stochastic block model,” IEEE
Transactions on Information Theory, vol. 62, no. 1, pp. 471-487, 2015.

[56]

[58] C. Gao, Z. Ma, A. Y. Zhang, and H. H. Zhou, “Achieving optimal misclassification proportion
in stochastic block models,” The Journal of Machine Learning Research (JMLR), vol. 18, no. 1,
pp- 1980-2024, 2017.

12



[59] E. Abbe, “Community detection and stochastic block models: recent developments,” The
Journal of Machine Learning Research (JMLR), vol. 18, no. 1, pp. 6446-6531, 2017.

[60] P. Jain, P. Netrapalli, and S. Sanghavi, “Low-rank matrix completion using alternating mini-
mization,” Proceedings of the forty-fifth annual ACM symposium on Theory of computing, pp.
665-674, 2013.

[61] S.-Y. Yun and A. Proutiere, “Accurate community detection in the stochastic block model via
spectral algorithms,” arXiv preprint arXiv:1412.7335, 2014.

[62] E. Abbe and C. Sandon, “Community detection in general stochastic block models: Fundamental
limits and efficient algorithms for recovery,” IEEE 56th Annual Symposium on Foundations of
Computer Science, pp. 670-688, 2015.

[63] Y. Chen, G. Kamath, C. Suh, and D. Tse, “Community recovery in graphs with locality,”
International Conference on Machine Learning (ICML), pp. 689—698, 2016.

[64] Y. Chen and C. Suh, “Spectral MLE: Top-k rank aggregation from pairwise comparisons,”’
International Conference on Machine Learning (ICML), pp. 371-380, 2015.

[65] P. Netrapalli, P. Jain, and S. Sanghavi, “Phase retrieval using alternating minimization,” Ad-
vances in Neural Information Processing Systems (NIPS), pp. 2796-2804, 2013.

[66] E.J. Candes, X. Li, and M. Soltanolkotabi, “Phase retrieval via wirtinger flow: Theory and
algorithms,” IEEE Transactions on Information Theory, vol. 61, no. 4, pp. 1985-2007, 2015.

[67] X. Yi, D. Park, Y. Chen, and C. Caramanis, “Fast algorithms for robust PCA via gradient
descent,” Advances in Neural Information Processing Systems (NIPS), pp. 4152-4160, 2016.

[68] S. Balakrishnan, M. J. Wainwright, B. Yu et al., “Statistical guarantees for the EM algorithm:
From population to sample-based analysis,” The Annals of Statistics, vol. 45, no. 1, pp. 77-120,
2017.

[69] R. Wu, J. Xu, R. Srikant, L. Massoulié, M. Lelarge, and B. Hajek, “Clustering and inference
from pairwise comparisons,”’ Proceedings of the ACM SIGMETRICS International Conference
on Measurement and Modeling of Computer Systems, pp. 449-450, 2015.

[70] D. Shah and C. L. Yu, “Reducing crowdsourcing to graphon estimation, statistically,” arXiv
preprint arXiv:1703.08085, 2017.

[71] J. Shi and J. Malik, “Normalized cuts and image segmentation,” [EEE Transactions on pattern
analysis and machine intelligence, vol. 22, no. 8, pp. 888-905, 2000.

[72] A. Y. Ng, M. . Jordan, and Y. Weiss, “On spectral clustering: Analysis and an algorithm,”
Advances in neural information processing systems (NIPS), pp. 849-856, 2002.

[73] P. Chin, A. Rao, and V. Vu, “Stochastic block model and community detection in sparse graphs:
A spectral algorithm with optimal rate of recovery,” Conference on Learning Theory (COLT),
pp. 391-423, 2015.

[74] J. Lei, A. Rinaldo e al., “Consistency of spectral clustering in stochastic block models,” The
Annals of Statistics, vol. 43, no. 1, pp. 215-237, 2015.

[75] A. Javanmard, A. Montanari, and F. Ricci-Tersenghi, “Phase transitions in semidefinite re-
laxations,” Proceedings of the National Academy of Sciences (PNAS), vol. 113, no. 16, pp.
E2218-E2223, 2016.

[76] F. Krzakala, C. Moore, E. Mossel, J. Neeman, A. Sly, L. Zdeborovd, and P. Zhang, “Spectral
redemption in clustering sparse networks,” Proceedings of the National Academy of Sciences
(PNAS), vol. 110, no. 52, pp. 20935-20940, 2013.

[77] E. Mossel and J. Xu, “Density evolution in the degree-correlated stochastic block model,”
Conference on Learning Theory (COLT), pp. 1319-1356, 2016.

[78] L. Massoulié, “Community detection thresholds and the weak Ramanujan property,” Pro-
ceedings of the forty-sixth annual ACM symposium on Theory of computing, pp. 694-703,
2014.

[79] C. Boutsidis, P. Kambadur, and A. Gittens, “Spectral clustering via the power method-provably,”
International Conference on Machine Learning (ICML), pp. 40-48, 2015.

[80] L. A. Adamic and N. Glance, “The political blogosphere and the 2004 US election: Divided
they blog,” Proceedings of the 3rd international workshop on Link discovery, pp. 36—43, 2005.

13



[81] R. Pan, P. Dolog, and G. Xu, “KNN-based clustering for improving social recommender
systems,” International Workshop on Agents and Data Mining Interaction, pp. 115-125, 2012.

[82] Y. Koren, “Factorization meets the neighborhood: a multifaceted collaborative filtering model,”
Proceedings of the 14th ACM SIGKDD international conference on Knowledge discovery and
data mining, pp. 426-434, 2008.

14



	Introduction
	Problem Formulation
	Optimal sample complexity
	Proposed Algorithm
	Algorithm Description
	Computational Complexity

	Experimental Results

